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Study on CpTl Transgenic Insect Resistant Maize with

Removable Selective Marker
YU Hai—qing, QU Bai-yan, FU Feng-ling, LI Wan—chen
(Maize Research Institute, Sichuan A gricultural University, Y a’an 625014, China)

Abstract: Cowpea trypsin inhibitor gene(Cp T1), promoted by ubiquitin promoter of constitutive expression, was
inserted into double T-DNA plasmid of A grobacterium tumefactions. Monocotyledonous expression vector of double
T-DNA was constructed with selective marker gene hyg(hygromycin resistance) in one T-DNA structural domain and
insect resistant gene in another T-DNA domain. A grobacterium strain was transformed with this vector and used to
transform embryonic callus of maize by co—culture. Seven CpTI transgenic plants were identified from differentiated
and regenerated T, population through resistant selection on hygromycin medium and molecular detection of specific
PCR amplification and Southern hybridization. At present, inbred lines of transgenic insect resistant maize with se-
lective marker gene removed are in separating and inbreeding program assisted by DNA marker detection.
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