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Abstract: Molecular banding undertaken with comparative genomic in situ hybridization(cGISH) is a simple ap—

proach which generates chromosome characteristic signals in heterologous FISH experiments at regions with con—

served repeated sequences. In this study, cGISH was undertaken with labeled total genomic DNA of Tripsacum dacty—

loides (2n=72) to chromosomes of several species in genus Zea. Four kinds of bands including interstitial band, cen—

tromeric band, telomeric band and knob were detected on all species. Compared to DAPI banding, the distributional

characteristics of conserved repeated DNA sequences were illustrated among tested species.
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