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Abstract: Maize dwarf mosaic virus(MDMV) is wildly distributed in the whole world. Researches have shown that
SCMV, SrMV and PenMV are the pathogens of MDMV. RNA-mediated resistance has been widely studied in recent

years. Posttranscriptional gene silencing(PTGS) is considered to be one of dominant mechanisms of RNA-mediated

resistance. PTGS is an antiviral defense system of plants which has led to a new understanding of the relationship be—

tween viruses and plants. A new strategy is obtained to control MDMV by the mechanism of PTGS. In this paper, we

simply review the features and pathogen of MDMYV. The strategies of maize dwarf mosaic virus resistance is described

in detail. Moreover, the application of PTGS is prospected in controling maize dwarf mosaic virus.
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