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Abstract: Lysine content, kernel phenotype, zein accumulation and opaque—2 gene sequence of four maize in—
bred lines (CA335, CA339, Lu2548 and i205) were investigated in this study. These QPM inbred lines as the donor
of opague—2 mutant gene (02) respectively, were backcrossed to introgression 02 into elite maize inbred lines based on
marker—assisted. The results showed that these four QPM inbred lines belonged to two different types of 02 mutant,
CA335 and CA339 were the first type, and Lu2548 and Qi205 were another type. There was large difference of differ—
ent donor inbred lines on development of near—isogenic lines. CA335 and CA339 were good donors, Lu2548 and
Q1205 were poor. The choice of a QPM donor was important for QPM breeding. Although some elite inbred have good
high lysine content, it may not be the best choice as a donor.
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Table 1  Lysine content and kernel phenotype of maize inbred lines

EE A HLE A (%)  brifizs AR (%) + hRifEE ERe 3l
Inbred lines Crude protein(X = SD) Lysine(X = SD) Kernel phenotype
CA335 9.703 +0.018 0.405 +0.015 AN
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Fig.1  Electrophoresis on SDS—PAGE of zein from

the mature endosperms
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sequence alignment including the four 02 donors

alleles and 02(GenBank Accession No.X15544)
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