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Abstract: For further understanding the population dynamics and improving the forecast and control of
this species, the DNA polymorphism of 3 geographic populations and different voltinism types was ana-
lyzed by using amplified fragment length polymorphism (AFLP) technique. The results showed that 1 127
bands were amplified with 9 pairs of primers and 1 029 polymorphic loci were found, which accounted for
91.30%. Genetic similarity coefficients of Asian corn borer individuals were changed from 0.430 7 to
0.667 5. By cluster analysis, twenty four accessions were grouped into two groups, Dunhua univoltine
population is clustered in one group, Gongzhuling bivoltine and Taonan bivoltine populations are clustered
in another group.
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Table 1  Sequences of adapter and primer used in AFLP

B Ry HEI Y Fr 51

Adapter and primer Sequence

EcoRI #:3k 1 57-CTC GTA GAC TGC GTA CC-3’

EcoRI #:3k 2 57-AAT TGG TAC GCA GTC TAC-3’

Msel #3k 1 57-GAC GAT GAG TCC TGA G-3’

Msel #23k 2 5’-TAC TCA GGA CTC AT-3’

Eo01 57-GAC TGC GTA CCA ATT CA-3’

Mo2 57-GAT GAG TCC TGA GTA A C-37
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Table 2 Amplified results of 9 AFLP primer combinations
S E FEAREL (A Z MW (5 Mg LA B0
Primer combination Number Polymorphic bands Total bands Percent of polymorphic bands
E-AAG/M-CAA 24 108 124 86. 78
E-ACA/M-CAA 24 124 138 89. 85
E-ACA/M-CAG 24 123 134 91.79
E-ACA/M-CTC 24 135 145 93.11
E-ACA/M-CTG 24 91 98 92. 86
E-ACC/M-CAA 24 112 122 91. 80
E-ACC/M-CAG 24 120 131 91. 60
E-ACC/M-CTA 24 122 132 92.42
E-ACC/M-CTG 24 97 106 91.51
Bt 1029 1127 91. 30
SEI(H 125.5 114. 7 91. 30
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Table 3 Amplified results of three Ostrinia furnacalis (Guenée) geographical populations
A B FEAB EZ X AC D) )52 4C )] E2 =R IED)
Population Number Polymorphic bands Total bands Percent of polymorphic bands
e —Ae Bl 8 905 964 93. 88
Perg Ak 8 994 1058 93.95
8 e AR 8 998 1057 94. 42
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Note: The letters of t, d and g represented the population
of Taonan, Dunhua,and Gongzhuling respectively. The
number following the population code represented
different individual.
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B 1
UPGMA dendrogram among three geographical

populations of Ostrinia furnacalis (Guenée)
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