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Abstract: According to Griffing diallel experimental method Il , fifteen hybrid combinations were designed by
using six maize inbred lines with different gray leaf spot resistances as parents. Combining ability analysis was con—
ducted on leaf spot coverage, and the genetic parameters were estimated. The results showed as follows: GCA effects of
the six maize inbred lines are totally different; (1319 is an inbred line with the highest resistance, secondly Lu9801,
B84 and 8112, last 9046 and Ye478 are susceptible. Through combining analysis of investigated data and value of
SCA effects, all combinations with Q319 as one parent performed well on resistance, and the combinations with
Ye478 as one parent and 8112, 9046 or B84 as another parent performed susceptible, all combinations with 9046 as
one parent performed well on SCA effect. Further analysis of genetic parameters showed that the broad—sense heri—
tability of the trait is 64.49%, inheritance of the trait was major in additive effect while there was certain non—additive
effect, and the trait was influenced by the environment greatly.
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Table 1  The mean of leaf spot coverage of inbred lines and fifteen hybrid combinations %
HZZ% Inbred line 9046 % 478 B84 8112 9801 %319
9046 29.0 20.6 14.0 11.0 6.5 4.3
i 478 20.6 18.2 23.9 11.1 9.7
B84 8.4 14.0 11.4 7.4
8112 14.3 8.3 55
£ 9801 7.8 2.8
5% 319 35
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Table 2 Variance analysis of combining ability of

leaf spot coverage

A SRR BElE A F BENURAY F
Variation resource  Fixed model F—value  Stochastic model F—value
GCA 51.687** 7.543%%
SCA 6.853%*% 6.853%*%
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Table 3 Comparison of GCA effect value of leaf spot

coverage of parental inbred lines

E32 A GCA %h7 DK} Significant level
Inbred line GCA value 5% 1%

1% 478 5.075 a A

9046 3.788 a A

8112 0.900 b B

B84 —0.288 b B

£ 9801 —3.550 c C

5% 319 —5.925 d D
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Table 4 SCA effect value of leaf spot coverage of

hybrid combinations

A

Ibred line g 478 B84 8112  &9801 3%319
9046 -0277 -1514 5702 5752 5577
% 478 1398 5911 2439 —1.464
B84 1.373 3223 1.598
8112 -1.064  —1.489
£ 9801 0.261
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Table 5 Genetic parameter of leaf spot coverage

sz BT % WHE % T % FAGZE JTXGRENI %) BSGERETI%)
Additive variance Dominant variance Genetic variance Environment variance ~ Phenotypic variance H,? He¢
30.77 16.07 46.85 25.8 72.65 64.49 42.37
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