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Abstract: Comparing the denatured PAGE and non—denatured PAGE to establish a simple, rapid, secure, reli—
able, economic, high efficient and low toxic method of SSR molecular marker, which was applied to genetic diversity
analysis of maize. Two microsatellite primer pairs were used to amplify the genomic DNAs of maize. The PCR products
were detected by denatured and non—denatured polyacrylamide gel electrophoresis(PAGE). The results of sil—
ver—staining indicated that there were many distinct differences about products between the two kinds of gel. The tar—
geted bands clearly appeared in denatured gels, which were easy to identify. There were many nonspecific bands in
non—denatured gels. However, targeted bands were very bright, easy to see and did’t affect experimental results. The
non—denatured gel could reveal genetic diversity analysis among maize inbred lines truly, which was an effective
molecular marker to divide germplasm groups of maize.
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Table 1 The difference between denatured and non—denatured PAGE in the course of making gel
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