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Analysis of Soluble Maize Leaf Proteins under Salinity

Stress by Two—-dimensional Electrophoresis
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(Qingdao A gricultural University/Qindao Key Lab of Germplasm Innovation and
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Abstract: Soil salinization is one of the most important abiotic constraints in maize yield. Seedlings of salini—

ty—tolerant maize inbred line E28 were treated with 200 mmol/L Na(l solution and the soluble proteins of leaves were

extracted by TCA /acetone method for two—dimensional gel electrophoresis. Software ImageMaster™ 2D 6.00 was used

to analyze the results. There were 4 up—expressed spots and 6 down—expressed spots in total 10 significantly different

proteins. MALDI-TOF—MS analysis indicated that there were stress responsive protein and thylakoid lumenal 19 kDa

protein, which were considered as the results of changes in maize growth and photosynthesis.
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Table 1 The change of protein concentrations before and

after improvement of extraction method e/l
e ¥ 8
1 2 3
Replicate Average
U 1.12 1.59 1.67 1.46
Pk SRR 3.28 3.56 3.64 3.49
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Fig.1 The two—dimensional gel electrophoresis of maize leaf proteins
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Fig2 2-D-IEF—PAGE consensus master map of maize leaf proteins under salinity stress analysis
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Fig.3 The expressed proteins of spot 431 and 479 in control group and treated group
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Table 2 Results of differentially expressed proteins identified by MALDI-TOF—MS under salinity stress

Eii=) B (CN 43T kD) SHHLS BEER%) Fikar
Code Protein name Score Molecular weight p Coverage Quantity
431 2l A= 63.1 22.365 81 7.49 37.69 !
479 RIS 19K B 165.0 27.359 76 5.35 22.18 !
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