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Abstract: Ac/Ds transposon system is an important tool for maize functional genomics. lts distinctive proper-

ties, e.g. low copy number in the genome, insertion basis to the exons, and mutating different loci in a single gene,

make it a wonderful system for mutant library construction and gene function characterization in maize. The specific-

ity and mechanisms of Ac/Ds transposon in maize as well as the application of this system in constructing the mutant

library were reviewed. The current progress of mutant library construction and further utilization of Ac/Ds in China

was also discussed.
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Fig.1 Schematic diagram of Ac/Ds transposon elements structure
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