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Abstract: Selection at the haploid level allows increasing the efficiency of recurrent selection procedures. Af-

ter four cycles of a recurrent selection approach involving haploid plants, grain yield of a synthetic population,

SPC4, was at the same level as that of current commercial hybrids. The SPC4 population had a good performance in

comparison with 27 synthetic populations obtained from lowa State University. Transgressive segregation for plant

height and ear length was revealed at the haploid level in two single crosses. It was demonstrated that the utilization

of haploid plants to identify, create and improve elite breeding material might be very efficient.
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Fig.1 A cycle of haploid recurrent selection
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Table 1  Means of two diploid populations improved by HRS(SPC4 and SAC3), a synthetic composed of these populations,
and two check hybrids(2008, 2009)
. 7 (kg/hm?) FERK (em) FATE(TT) W5 (em) T-Hi i () BEEGR%) W& (%)
- Yield Ear length Kernel rows Plant height 1 000-kernel weight Protein content Oil content
Genotype
2008 2009 2008 2009 2008 2009 2008 2009 2008 2009 2008 2009 2008 2009
SPC4 9700 10300 18.0 203 17.7 18.1 298 300 310 299 10.9 11.6 4.7 4.7
SAC3 5100 5200 15.7 164 137 134 212 221 244 247 12.0 11.8 5.3 5.0
SPC4XSAC3 9800 9900 18.0 19.6 169 17.1 309** 310*%* 316 292 10.5 11.1 5.0 5.0
Moldavian 291MV 10 100 10900 19.2  20.5 15.0% 16.2* 297 299 340 310 9.9 10.5 4.4 4.9
Porumbeni 331MV 9800 9900 18.1 184  14.5% 16.6% 260* 260* 350 315 10.2 10.4 4.4 4.7
LSD o) 0.9 1.1 2.7 2.9 0.8 1.2 9 10

T 0 IR SPCA (AR s =+ g 2 AT SPCA AR,

Notes: *Significantly(P<0.05) inferior to the SPC4 population; ** significantly(P<0.05) exceed the SPC4 population.

14

12

10

Grain yield (Mg/ha)

B2 271&ERE . .SPCARETHES(2009)
Fig.2  Distribution of the means of 27 synthetics in comparison with SPC4 for grain yield(2009)
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Distribution of the means of 27 synthetics in comparison with SPC4 for ear length(2009)
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ear length at the haploid level (2009)
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Fig.6  Distribution of the means of 27 synthetics in comparison with SPC4 for
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Fig.7 Distribution of the plant height means of five groups in the lines MKO1 and A619 and
their hybrid MKO1 X A619 at the haploid level(2009)
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Fig.8 Distribution of the plant height means of five groups in the lines MKO1 and 092 and
their hybrid MKO1 X 092 at the haploid level(2009)
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Fig.9 Distribution of the ear length means of five groups in the lines MKO1 and A619 and

their hybrid MKO1 X A619 at the haploid level(2009)

-1



44 £ K

B 23%

115

—
—

10.5

-
¥ W}

—— (052
——NKO1

Ear length (cm)

o

MIKD1 = D92

; w
th 0D

'// _

-]

1 2 3

4 3

E10 B3 % MKO1#1092.MKO1 x 092 B f k1< iy 5 48 F 1418 43 77 (2009)
Fig.10  Distribution of the ear length means of five groups in the lines MKO1 and 092 and
their hybrid MKO1 X 092 at the haploid level (2009)
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