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Transgenic Corn Research by Emery—assisted Agrobacterium —Mediated

Transformation
CHU Kun, NIE Xiao—xiong, FENG Hua—jie, HAN Gui-li, LIANG Xue-lian
(College of Life Science, Zhongkai University of Agriculture and Engineering, Guangzhou 510225, China)

Abstract: The ultrasonication—assisted Agrobacterium treatment method was modified with the addition of em-

ery to increase the treatment intensity to the apical meristem cells of germinating seeds. Ninety three plants from

800 control seeds were sprayed three times with glyphosate solution, and 27 of them survived, their leaves were tak-

en with a PCR electrophoresis test and 23 shown positive, which suggested that epsps gene was introduced into the

corn cultivar, and the transformation rate was 29%. Finally, which has been shown that the method has the advantag-

es of circumventing the tedious tissue culture procedures and being easy to apply.
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Table 1  The system of PCR

PCR S #14} AR (L)
Culinary of PCR Volume
ddH,0 13.0
10xTaq buffer 2.0
dNTPs 0.5
5191 1.0
5192 1.0
R DNA 2.0
TaqDNA 145 iff 0.5
SAFR 20.0

%2 PCRRRIE?E
Table 2 The reaction process of PCR

¥ B o i g FmEuY i
Step Temperature Time Process
Step 1 94°C 5 min FAE
Step 2 94°C I min(Z1E)  Step 2 to 4 30 MIEFR
Step 3 55°C 45 s(&Z 1)
Step 4 72°C 1 min(ZE{H)
Step 5 72°C 10 min S
Step 6 4°C Hold 4R
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Fig.1 Soaking treatment
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Fig.2  Scratching embryo of seed
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Fig.3 Treating by ultrasonic with emery
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Fig.4  Control seed
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Fig.5 Treated seed
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Fig.6  Corn moisturizing transportation
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Fig.8 Corn harvest
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Fig.12  PCR of the T1
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