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Abstract: Maize has a wide range of uses. Maize is not only used as food, but also as an important raw material
for processing. Starch, protein and fat are the three main nutrients in maize grains. The mutual influence of the three
factors on the content and mechanism not only affects the grain yield of maize, but also affects the nutritional quality
of maize. Therefore, the in—depth understanding of different chemical components and their relationships in maize
grains can provide theoretical basis for maize variety breeding. In this study, the structural composition and synthe-
sis pathway of starch, protein and fat in maize grains were systematically described, as well as the research progress
of related functional genes, which provided reference for the study of maize grain quality.
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Fig.1 Biosynthetic pathway of starch in maize endosperm
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Fig.3  Synthesis regulation of Zein in maize
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