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Abstract: The haploid induction technique(HI) and double haploid technique(DH) have played a crucial role

in accelerating the breeding of maize inbred lines. DH breeding is an effective method for crop improvement and the

integration of new genes to meet various breeding requirements. It has gradually achieved large—scale and industrial -

ized production. Since Coe identified a spontaneous mutant(named Stock6) able to induce about 2%-3% haploid em-

bryos in maize in 1959, the induction rate has gradually increased from the initial 2%—-3% to over 10%. Although ex-

tensive research has been conducted on the cloning and induction mechanism of HI genes, multiple QTL induction

sites have been identified, four important HI genes have been cloned, and significant breakthroughs have been made

in the induction mechanism. However, many mysteries about HI still exist, which restrict its application in maize

and other important crop breeding.
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Table 1  Haploid induction related genes and QTLs
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Table 2 Haploid induction mechanism—hypothesis of single fertilization
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Table 3 Mechanism of haploid induction—hypothesis of paternal chromosome elimination
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