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Abstract: Members of the WAK protein family can directly or indirectly participate in and induce plant de-

fense mechanisms against pathogen invasion. The research team previously obtained the maize Zm00001eb009320

gene, which belongs to the WAK protein family. In order to explore the role of this gene in disease resistance, this

study used gene cloning technology to construct an overexpression vector of Zm00001eb009320 gene, infect Colom-

bian wild—type Arabidopsis plants, screen for transgenic positive Arabidopsis lines, and conduct disease resistance

experiments after two generations of self crossing planting. The results showed that after inoculation with Pseudomo-
nas syringae pv. Tomato DC3000(PstDC3000), overexpression of the Zm00001eb009320 gene may induce the sali-
cylic acid(SA) signaling pathway in Arabidopsis plants, making transgenic plants resistant to PstDC3000.
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Table 1 The primers of marker genes in signaling pathway
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Fig.1 Zm00001eb009320 molecular structure diagram
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Note: A, On the 6th day after inoculation of PstDC3000; B, On the 8th day after inoculation of PstDC3000.
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Fig.4 Incidence of Zm00001eb009320 in different periods after inoculation of PstDC3000
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Table 2 Disease index of Zm00001eb009320 after PstDC3000 inoculated
FE i T S AN [ A TR] B Ak BHLZE Fr o 1755 £
fhamen Disease index of treatment group at different time period after inoculation of pathogen
Treatment group - Bii8(%) Bl (%) Bl (%) g Bk (%)
Control effect Control effect Control effect Control effect
1301 8.15a — 21.07 a — 2595a — 3472 a —

L1 8.01 a 1.72 20.44 a 2.99 23.13 b 10.87 31.00 b 10.71

L4 333¢ 59.15 10.22b 51.50 10.09 ¢ 61.12 20.98 ¢ 39.57

L7 6.45b 20.86 2042 a 3.08 23.84b 8.13 31.13b 10.34
T " R IEBRL; RISV S BN FNG FRE30R 0.05 KF 28 3
Note: —, No control effect; different letters indicate significant differences between treatments according to DPS’s multiple range test(P=0.05).
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Fig.5 Content of bacteria of Zm00001eb009320 in Arabidopsis thaliana leaves after PstDC3000 inoculation
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Fig.6  Expression analysis of marker genes in signaling pathway in Zm00001eb009320 transgenic Arabidopsis
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