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BARE N RAPD £ FARICEABRBA S ERALAGHFA

®1  FHBEAHEAM46TBEBRF

&®E Z% s EA &5 PA:3 &®e X3
1 478 13 81515 25 MR6 37 #cC
2 488 14 wEHE 26 0013 38 MRI0
3 3189 15 FF 340 27 MR7 39 178
4 5005 16 28 28 0007 40 P138
5 107 17 52106 29 MRS 41 z5
6 HE4 18 W 105 30 9501 42 MRI1
7 HE4 19 W 741 31 Rk -2 43 MRI12
8 MR1 20 7922 3 B9 44 MRI3
9 MR2 21 8112 33 £ 45 Mol7
10 # 853 2 MR3 34 MR9 45 314
11 H2t 23 MR4 35 496
12 502196 24 MRS 36 &3

1.2.3 RAPD¥F ¥R B4 Z REEEM 25 ul, HF 10 mmol Tris — HC1(pHS.0), 50 mmol
KC1,2 mmol MgCL, BAEE 0.001% ,4 x dNTPs 43 54 0.2 mmol, 5|47 1 umol, 1.5 B{ TagDNA 3
48 ,20ng DNA #0 _

1.2.4 RAPD #¥#4 RAIZE PTC - 100PCR ¥ _E#E47, DNA ¥ B R 94 CHAH 1
min,94°C20 S,37°C1 min,72%C 1.5 min,40 &3, #R)5 72°CS min, 4 CRFF.

1.2.5 wk&H RAPD ¥ ISP 1.2 %M iEE s 58, RIL B e, B AMT TR R
i N

1.2.6 ¥HEZER%I 54 RAPD I /=804 0.1 ZeitEar DNA $88C8IR EE , ZE MR R A
B b (MF 8 DNA 4+ TR AB)AEFREN 1, THFREN o, MARES IR TE A RE
BIEEE A AR TR AL TR, W #ZREH. BXRMREERRALR:

d%-: ;ﬁx 100
aEZERFATAXZAEGHAEN HHEE. b ERFMAZREARFHHE. HFA

C19,A06, D02, FO3, E02, E18, FO2, FO3, G06, G14, HO7, H19, H20, M02, MO6, M20, N19, 002, 020,
S07,S13 % 21 51y LR G H , HHEREER,

2 #RB5H

2.1 EFEhFEERETHNEREER
A Eh R R R R DR RIEIE S (% 2) AE 2 FATIEH A 28 P EREX
AR EARRNREEE T EEPES.6~6.7 2R, KPS 1 SHEHISREN 6.7,

HREWRH 13 86.6, FHEN 6.1, REER 6.0 4 61%.
%2 ArERTEEIRFTHNEREES

%Y SFHEH #xxAG WMEEE &5 BAEERK RTHE LR
1 13 478 x 340 6.6 15 HE9R 8112 x 404 6.1
2 52 8112 x W 105 6.0 16 HE1S H g\ x 501 6.4
3 HE3IS  478x50219 6.1 17 K&1% 8112 x 340 6.7
4 R’K 60 5003 x £% 31 6.4 18 HBHsSE KO Ax KRBE 5.9
S sy 8115 x T 741 6.4 19 HH 204 478 x 853 5.9
6 #HHn 5008 x 52106 5.9 20 FEI1s Mol7 x 340 6.4
7 W12 478 x 81515 6.0 21 &L 7922 x 340 6.7
8 i 19 478 x 52106 5.9 2 HEgH 418 x X 22 6.1
9 £ 3:: ) 488 x 502196 6.0 23 HHya4E si2x KA 4 5.8
0w Fa7 HHE 4% Mol7 6.3 24 s 3189 x 81515 5.8
1 #E10 8112 x H21 5.9 25 HE2I 488 x M 105 5.8
12 RXK108 178x#&C 6.1 2% AKRK3138 £ 31 x PI138 5.7
13 =HEEI A x WH 5.9 21 AE1B Mol7 x E28 5.6
14 FEA90) 478 x I 06 6.1 28 FEl28 K227 x 218 6.1
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EXMEI190FHETES 2H

2.2 BEEESHEZRBEHIXER

AP, AR KRR TR R R RN KRB MRS . BIEE S ESEN
BHE, B ATHR KRR ERZ /DR PR B, EmiEE, ER RN, ZiK
B R AR R R EESRERENE MBI

BEREEENI/D AT 12107308, KRS REERXAKRNEGK3). 4R
FH,BASHER <6.0 (940 MHA TR E RS 168.8 g, HP{UHE 2 M A HEKE K
BRI EMT 200 g, R 7 5.0%, MREER 6.0 0 32 MR FHRERNERIE 213 g, 1
BIEIEE <6.0 940 NS THRBPER 31.1%, HhE 27 MG NSRS ESRY
200 g, i 85%, BRMAHARILHARTTUBREES 6.0 EAEERR, EAHRREE
BIE 6.0 UL ERE S, AR RSB PLERRE K, HEMT0RY, EXEREATHR
EEEWEAXREREEEREERS MERBCE +0.705 4™ * KR BEAF, BIEXK
FE XA RREE G, A m Bk TR B, AR, £
B 45748 1 EIE BT

Y= -216.928 9+ 69.270 77X(Y JBRB AR, X AP ERILEE)

BB DNA S R HHEE R AR RE A REER , AL BT L4 i H
e E R ARER B ER.

£3 DEATRABEEESSATHALKBATFRER(ATREB)INER

qs @k ThEA mg M LhEk @4 B LRRL ap mft TEAL
w5 mx NCR o px THIR lab bw LR &0 Em TN
1 6.4 248.6 19 5.7 194.2 37 5.0 121.6 bl 5.9 170.5
2 5.7 172.2 20 58 200.7 38 5.7 176.5 56 5.7 152.8
3 6.0 219.9 21 5.5 108.3 39 6.1 222.4 57 6.0 235.5
4 6.1 189.5 22 5.8 163.3 40 6.1 206.1 58 6.4 233.7
5 5.6 177.1 23 5.4 178.1 41 5.8 174.9 59 6.1 246.0
6 6.1 219.6 24 6.1 202.3 42 54 - 133.4 60 5.8 171.4
7 5.9 206.8 25 6.1 213.0 43 5.7 107.0 61 6.1 194.6
8 5.7 190.8 26 59 173.7 44 5.8 189.7 62 4.9 158.9
9 6.4 234.3 2i 5.9 194.7 45 5.5 158.9 63 6.1 201.0
10 5.8 170.7 p. 6.1 220.6 46 5.9 193.1 o4 5.7 169.7
1 6.0 2.9 29 6.1 243.8 47 6.1 245.3 65 6.1 210.6
12 6.6 226.7 3 6.1 236.8 48 5.0 163.8 66 5.8 200.0
13 6.4 233.6 31 5.9 162.6 49 5.7 154.4 67 5.0 160.0
14 5.8 147.7 32 5.9 192.4 50 5.7 153.3 68 5.7 188.0
15 5.7 137.7 33 6.0 219.9 51 6.2 189.4 69 6.4 178.0
16 6.1 193.9 4 64 200.4 52 6.0 216.0 70 5.8 170.0
17 6.0 212.5 35 59 162.2 53 64 229.2 7 59 190.0
18 6.1 245.7 % 5.9 199.3 54 5.5 163.2 72 6.5 290.0

3 3 #®
LTRSS AL E R 2 2 BT R B 138 , Dudley @3 14
K 25 B BN 2 AT VTR AT 0, BHEIE B S 2 - AR E R B . T Lee %R0 28 4
BAH: DNA ERESHIT 8 N ERIER A RFLP, 47 T 28 M AHN B 5SHESRIZE
BAKE, EREE, BEEE SR U SRERE SHRE S NRXESXR 2 &0k e
A, HELEBSH K r=0.46" M r=0.74" " , A2 HBMHRAEIE, S A B0 EK
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Studies on Selection of Outstanding Maize
Hybrids Using RAPD Markers

ZHAQ Jiu-ran GUO Jing-lun KONG Yan-Fang et al.
( Beijing Academy of Agriculture and Forestry Sciences , Beijing , 100089)

Abstract: The relationship between Genetic distance based on RAPD markers from 21 selected spe-
cial primers and yield heterosis of 46 imporant inbred lines was studied. The results indicated that very
significant positive correlations was detected between them. Nowadays average genetic distance based on
RAPD markers of 28 main using hybrids in China is 6.1. Breed 72 single cross depend on different genet-
ic distance. The genetic distance of 93. 1% of the bred hybrids among 29 hybrids which potential grain
weight per plant were more than 200 grams is =6.0.
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